• 
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SEQUENCE LISTING 



: 10 



P) : L6M 2B/ 



(1) GENERAL INFORMATION: 

U) ^(ArSL GENSCI REGENERATION SCIENCES INC. 

(B) STREET : 201 - 5090 Explorer Drive 

(C) CITY: Mississauga 

(D) PROVINCE: Ontario 

(E) COUNTRY: CA r\ _ 

( F) POSTAL CODE/(zVp) : ^ *T9 

(A) NAME: TAM,/ Chetk Shing 

(B) STREET: 1072 Rectory Lane 

(C) CITY: OaKville 

(D) PROVINCE: Onta: 

(E) COUNTRY/ CA 

(F) POSTAL /CODE (Zl 

(ii, TITLE OF INVENTION: IbONE ST^ULATING FACTOR 
(iii) NUMBER Of/ SEQUENCES :| 

(±V) C Z U MErir^|^fete, 3 1/2 inch, 1 . 4 Mb storage 

B CoSpUTEkT COMPAdC IBM PC compatible 

C) OPERATING SYSTEMS MS-DOS 5.1 
(D) SOFTWARE: WOR* PERFECT 

(v) CURRENT APPLICATION DATA: 
APPLICATION NUMBER: 
( vi ) PRIOR /aPPLICA/ION DATA: 

(A) / APPLICATION NUMBER: US 08/763,458 

(B) / FILING DATE: ll-BEC-1996 

(21 INFORMATION f/r SEQ ID NO:l 

(i) SEQUENCE CHARACTERISTICS: 

(A) /LENGTH: 36 amino acids 

(B) IraPE: amino acid 
(D)/ /TOPOLOGY: linear 



(xi) s/iuENCE DESCRIPTION: SEQ ID NO : 1 



Sly He o/y L «, Thr Aa„ «1» His Thr Ma «P Cys Lys II. Lys 

1 / I 5 

/ I 7\-i^ rin Thr Leu Met Val Leu Asp 

Pro As/ Thr Leu His Lys Lys Ala Ala Glu Thr Leu ^ 

20 z 

Gin /sn Glrf Pro 

35, 



>) INFORMATION FOR SEQ ID NO : 2 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(ix) FEATURE: 

(A) NAME /KEY : Modified site 

(B) LOCATION: ...2 N-acetyl glycine" 
(D) OTHER INFORMATION: /note- Xaa is n 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:2 

, » n„ His Thr Ala Asp Cys Lys He Lys 
Xaa He Gly Lys Arg Thr Asn Glu His Thr A ^ 

1 5 

ri„ Thr Leu Met Val Leu Asp 
Pro Asn Thr Leu His Lys Lys Ala Ala Glu Thr ^ 
20 Z 

Gin Asn Gin Pro 
35 

<2) INFORMATION FOR SEQ ID NO: 3 

( ] (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi , SEQUENCE DESCRIPTION: SEQ ID NO: 3 

_ rlll His T hr Ala Asp Ala Lys He Lys 
Gly He Gly Lys Arg Thr Asn Glu His Thr v ^ 

1 5 

* n n>, Thr Leu Met Val Leu Asp 
Pro Asn Thr Leu His Lys Lys Ala Ala Glu Thr ^ 

20 " 

Gin Asn Gin Pro 
35 

(2) INFORMATION FOR SEQ ID NO: 4 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:4 
&y lie Gly Lys Arg Thr Asn Glu His Thr Ala Asp Cys Lys lie Lys 

Pro Asn Thr Leu His Lys Lys Ala Ala Glu Thr Leu Met Val 
20 ^ 



(2) INFORMATION FOR SEQ ID NO : 5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(xi , SEQUENCE DESCRIPTION: SEQ ID NO: 5 
Gly Ile Gly LYS Arg Thr - Glu His Thr - As P CVS 
1 5 



Pro Asn Thr Leu His Lys Lys Ala Ala 
20 



„. tn FORMAT I ON FOR SEQ ID NO: 6 
(2) 1 U^QUENCE CHARACTERISTICS: 

(A) LENGTH : 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ IDNO:6 
Gly lie Gly Lys Arg - Asn . His Thr Ala As P Cys Lys lie Lys 
1 5 



Pro Asn Thr Leu 
20 



(2 ) INFORMATION FOR SEQ ID NO. 7 

(i) SEQUENCE CHARACTERISTICS. 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi , SEQUENCE DESCRIPTION: SEQ ID NO:7 

rl „ His T hr Ala Asp Cys Lys He 
Giy lie Gly Lys Arg Thr Asn Glu His Th 



1 5 



(2) INFORMATION FOR SEQ ID »?■ 

(i) SEQUENCE CHARACTERISTICS. 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(xi , SEQUENCE DESCRIPTION: SEQ ID NO: 8 

* „ Thr Asn Glu His Thr Ala Asp Cys Lys 
Gly He Gly Lys Arg Thr Asn ^ ^ 

1 5 



,,. TNTORMATION FOR SEQ ID NO : 9 
(2) ^I^QUENCE CHARACTERISTICS : 
(A) LENGTH: 10 amino acids 



(xi) 



(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

SEQUENCE DESCRIPTION: SEQ ID NO:9 
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Arg Thr Asn Glu His Thr Ala Asp Cys Lys 



1 5 



(2 ) INFORMATION FOR SEQ ID ^.10 
( (i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi , SEQUENCE DESCRIPTION : SEQ ID NO:10 
Leu His Lys Lys Ala Ala Glu «« « « Val Leu Asp *n - 



1 5 



(2 ) INFORMATION FOR SEQ ID J* 0 ' 11 

(i) SEQUENCE CHARACTERISTICS. 

(A) LENGTH: 15 amino acxds 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 11 
LM H l8 W . ^ - - «" - ™ V " A " »" 

1 5 

(2 ) INFORMATION FOR SEQ ID NO: 12 
( (i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO:12 

, .i n„ Thr Leu Met Val Leu Asp Gin 
Leu His Lys Lys Ala Ala Glu Thr Leu ^ 



1 5 



(2 ) INFORMATION FOR SEQ ID NO. 13 
( } (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi , SEQUENCE DESCRIPTION: SEQ ID NO:13 

Bl al _ Glu T hr Leu Met Val Leu Asp 
Leu His Lys Lys Ala Ala Glu inr ^ 

1 ' 5 

(2 ) INFORMATION FOR SEQ ID NO: 14 

(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 23 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 14 

Thr Ala As P C Y s L Y s He Lys Pro Asn Thr - His Lys L y s Ala M. 

1 5 

Glu Thr Leu Met Val Leu Asp 
20 



(2 ) INFORMATION FOR SEQ ID NO: 15 
( (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 15 
Arg Thr Asn Glu His Thr Ala Asp Cys Lys He Lys Pro Asn Thr Leu 



1 5 



His Lys Lys Ala Ala Glu Thr Leu Met Val Leu Asp Gin Asn 
20 ^ 

,?\ INFORMATION FOR SEQ ID NO: 16 
(2) INFORMA quence CHARACTERISTICS : 

(A) LENGTH : H amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l6 

Arg Thr Asn Glu His Thr Ala Asp Cys Lys He 
1 5 

(2 ) INFORMATION FOR SEQ ID NO: 17 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 90 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 17 
GGG ATC GGA AAA CGA ACA AAT GAA CAT ACG GCA GAT TGT AAA ATT AAA 
Gly He Gly Lys Arg Thr Asn Glu His in ±5 

L M «C TTG ? T £ £ - <^ ^ £ ™ - Z C 

Pro Asn Thr Leu His Lys Lys Ala a± 



60 



20 25 



30 



12) INFORMATION FOR SEQ ID NO: 18 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 75 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:18 

s s 5 e e s e £ s s s s z z s e 



5 10 
1 b 

CCG AAC ACC TTG CAT AAA AAA GCT GCA 
Pro Asn Thr Leu His Lys Lys Ala Ala 
20 " 



(?) INFORMATION FOR SEQ ID NO: 19 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



48 



75 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19 

S £ Z e E E £ S5 S S S £ S - «• - 



l 



48 



60 



CCG AAC ACC TTG 
Pro Asn Thr Leu 
20 



(2) INFORMATION FOR SEQ ID NO: 20 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 45 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:20 



45 



5 10 
1 5 



12) INFORMATION FOR SEQ ID NO: 21 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH : 42 base pairs 
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(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO:21 



42 



1 5 



(2 ) INFORMATION FOR SEQ ID ^0:22 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi ) SEQUENCE DESCRIPTION : SEQ ID NO:22 

CGA ACA AAT GAA CAT ACG GCA GAT TGT AAA 
Arg tS Asn Glu His Thr Ala Asp Cys Lys 
1 5 



[2) 



INFORMATION FOR SEQ ID NO: 23 
(i ) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 108 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi , SEQUENCE DESCRIPTION: SEQ ID NO:23 

GGG ATC 0» C3, - - - « £ S Z £ £ Ue £ 

Gly He Gly Lys Arg Thr Asn Giu n ^ 15 



1 5 



a(-t TTA ATG GTC CTT GAC 
CCG AAC ACC TTG CAT AAA AAA GCT GCA GAG ACT TTA ATG ^ ^ ^ 
Pro Asn Thr Leu His Lys Lys Ala A±a fax 30 



20 25 



48 



96 



108 



CAA AAT GAA CCA 
Gin Asn Gin Pro 
35 



(2 ) INFORMATION FOR SEQ ID NO: 24 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME /KEY : Modified site 

(B) LOCATION: ... 2 
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/ -y aa is N-acetyl arginine' 

(D) OTHER INFORMATION: /note- Xaa is u 

(ix) FEATURE: 

(A) NAME /KEY : Modified site 

(B) LOCATION: 9... . lysina mide" 
(D ) OTHER INFORMATION : /note- Xaa is iy 

(xi ) SEQUENCE DESCRIPTION : SEQ ID NO:24 
Xaa Thr Asn Glu His Thr Ala Asp Cys Xaa 



1 



,2) INFORMATION FOR SEQ ID NO: 25 
( } (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME/ KEY: Modified site 

(B) LOCATION: ...2 N -acetyl arginine" 
(D) OTHER INFORMATION: /note- Xaa is N 

(ix) FEATURE: 

(A) NAME/KEY: Modified site 

(B) LOCATION: 9... lysinamide" 
(D) OTHER INFORMATION: /note- Xaa J-Y 

( xi) SEQUENCE DESCRIPTION : SEQ ID NO: 25 

Xaa Thr Asn Glu His Thr Ala Glu Cys Xaa 
1 5 

(2) INFORMATION FOR SEQ ID NO: 26 
( (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME /KEY : Modified site 

(B) LOCATION: ...2 N -acetyl arginine" 
(D) OTHER INFORMATION: /note- Xaa is 

(ix) FEATURE: 

(A) NAME/KEY: Modified site 

(B) LOCATION: 9... „„ ± lys inamide" 
(D) OTHER INFORMATION: /note- Xaa is iy 

(xi , SEQUENCE DESCRIPTION: SEQ ID NO: 26 
Xaa Thr Gin Glu His Thr Ala Glu Cys Xaa 



1 5 
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,2) I N FORMAT I ON FOR SEQ ID NO: 27 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

,iX> "STS/KEY: Modified site 

S^Sio^U: /note- -X.. 1. H-.»tyl 

(ix) FEATURE: 

( (A) NAME /KEY : Modifxed site 

(B) LOCATION: 9... i lys i n amide" 

(D) OTHER INFORMATION : /note- Xaa y 

(xi , SEQUENCE DESCRIPTION : SEQ ID NO: 27 
Xaa Thr Gin Glu His Thr Ala Asp Cys Xaa 



1 5 



,o\ tn FORMAT I ON FOR SEQ ID NO: 2 8 
(2) 'u^QUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xl ) SEQUENCE DESCRIPTION: SEQ ID NO:2f 
Arg Thr Asn Glu His Thr Ala Glu Cys Lys 



1 5 



(2) INFORMATION FOR SEQ ™ N0.29 
( (i) SEQUENCE CHARACTERISTICS 

(A) LENGTH : 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

( xi) SEQUENCE DESCRIPTION: SEQ ID NO:29 

Arg Thr Gin Glu His Thr Ala Glu Cys Lys 
1 5 

(2 ) INFORMATION FOR SEQ ID NO: 30 
( (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



# 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30 



1 



(2) 



t m FORMAT I ON FOR SEQ ID NO: 31 
1 U^QUENCE CHARACTERISTICS: 

(A) LENGTH : 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31 

Arg Thr Asn Glu His mi » 1Q 

t m FORMAT I ON FOR SEQ ID NO: 32 
(2) 'u^quSnce CHARACTERISTICS: 
* {A ) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 32 
Arg Thr Gin Glu His im 1Q 



1 



(2) 



30 



INFORMATION FOR SEQ ID NO. 33 
(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ IDNO-.33 

^ rAA CAT ACG GCA GAT TGT AAA 
CGA ACA CAA GAA CAT A Lys 
Ar g Thr Gin Glu His inr 1Q 
1 5 

... t INFORMATION FOR SEQ ID NO: 34 
(2) 1 U)^QUENCE CHARACTERISTICS : 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

11X1 ^TXe/KEY: Modified site 

! B D 1 TION: /„<>«= — i. 



30 



65 



(ix) FEATURE: 

(A) NAME/ KEY : Modifxed site 



\l\ o^TnFO^TION: /not- "Xaa is lysinamide" 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34 

Xaa Thr Asn Glu His Thr Ala Asp Cys Xaa 
1 5 

(21 INFORMATION FOR SEQ ID NO: 35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME/KEY: Modified site 

(B) LOCATION: ...2 N -acetyl arginine" 
(D) OTHER INFORMATION : /note- Xaa is w acevy 

(ix) FEATURE: 

(A) NAME/KEY: Modified site 

1 B D ! SSS'S^ilOH: /not- "Xaa is lysinamide" 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 35 
Xaa Thr Gin Ala His Thr Ala Asp Cys Xaa 



1 



(2) INFORMATION FOR SEQ ID NO: 36 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ix) FEATURE : 

(A) NAME /KEY: Modified site 

\l\ OTH^R^ INFORMATION : /no«= «X.. 1. -acetyl " g i»ine» 



(ix) FEATURE: 

(A) NAME /KEY : Modified site 



\l\ ^HER^NFOR^TION: /not- "Xaa is lysinamide' 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36 
Xaa Thr Asn Glu Ala Thr Ala Asp Cys Xaa 



1 5 



(2) INFORMATION FOR SEQ ID NO: 37 

(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME /KEY : Modified site 

(B) LOCATION: ...2 N-acetyl arginine" 
(D ) OTHER INFORMATION : /note- Xaa is n 

(ix) FEATURE: 

(A) NAME/KEY: Modified site 

(B) LOCATION: 9... lysinamide" 
( D) OTHER INFORMATION: /note- Xaa iy 

(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 37 

Xaa Thr Asn Glu His Thr Ala Ala Cys Xaa 
1 5 

(2 ) INFORMATION FOR SEQ ID NO: 38 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME/ KEY: Modified site 

(B) LOCATION: ...2 N-acetyl arginine" 
(D ) OTHER INFORMATION: /note- Xaa is N 

(ix) FEATURE : 

(A) NAME /KEY : Modified site 

(B) LOCATION: 9... alaninamide" 
(D ) OTHER INFORMATION: /note- Xaa is aia 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 38 

Xaa Thr Asn Glu His Thr Ala Asp Cys Xaa 
1 5 

(2) INFORMATION FOR SEQ ID NO: 39 
( ] (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME/KEY: Modified site 

(B) LOCATION: ...2 N -acetyl arginine" 
{D ) OTHER INFORMATION: /note- Xaa is N 

(ix) FEATURE: 

(A) NAME/ KEY : Modified site 

(B) LOCATION: 9... lysinamide" 
(D) OTHER INFORMATION : /note- Xaa is iys 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 39 

Xaa Ala Asn Glu His Thr Ala Asp Cys Xaa 
1 5 

(2) INFORMATION FOR SEQ ID NO: 40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME /KEY : Modified site 

(B) LOCATION: ■ ■ - 2 ± N _ ace tyl arginine' 
(D) OTHER INFORMATION: /note- Xaa is * 

(ix) FEATURE: 

(A) NAME /KEY : Modified site 

1 B d! SS'nFORHATION: /note- "Xaa is lysinamide" 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40 

Xaa Thr Ala Glu His Thr Ala Asp Cys Xaa 
1 5 



(2) INFORMATION FOR SEQ ID NO: 41 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME/ KEY: Modified site 



(B) LOCATION: ...2 N - a cetyl arginine" 

(D) OTHER INFORMATION: /note- Xaa is N ace y 



(ix) FEATURE: 

(A) NAME /KEY : Modified site 



( ( B D ! ^INFORMATION: /not.- "Xaa is lysinamide' 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41 
Xaa Thr Asn Glu His Ala Ala Asp Cys Xaa 



1 



12) INFORMATION FOR SEQ ID NO: 42 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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^Ss/KSY: Modified site 

$ l"ro^O«-. /note- -K». 1. H-.«*Yl 
fix) FEATURE: 

1 (A) NAME/KEY: Modified site 

(B) LOCATION: 9..- , is lysinamide" 

Jd! OTHER INFORMATION: /note- Xaa 

( xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42 

X aa Thr Asn Glu His Thr Gly Asp Cys Xaa 
1 5 

,ox tn FORMAT I ON FOR SEQ ID NO: 4 3 
(2) 1 U)^QUENCE CHARACTERISTICS: 

(A) LENGTH : 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

^S/KBY; Modified site 

! B D ! SSS " x « is N - acetyl aE9lnine 

<i! ° ^TSSi/KB. Modified site 

(B) LOCATION: 9.-- is lysinamide" 

Id) OTHER INFORMATION: /note- Xaa 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:43 
Xaa Thr Asn Glu His Thr Ala Asp Tyr Xaa 



1 



(2 ) INFORMATION FOR SEQ ID NO: 44 
( (i) SEQUENCE CHARACTERISTICS. 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



1110 ^TS/KEV: Modified site 

$ SS^Sio^IO* /»«- -xaa is »-.«tyl «,inin.< 

(ix) FEATURE: 

( (A) NAME/ KEY : Modified site 

(B) LOCATION: 9... , i lysinamide" 

ID) OTHER INFORMATION: /note- Xaa 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO:44 
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Xaa Thr Gin Glu His Thr Ala Glu Ala Xaa 
5 



1 



l2 ) INFORMATION FOR SEQ ID NO: 45 
( (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME/ KEY : Modified site 

(B) LOCATION: ...2 N -acetyl arginine" 
(D ) OTHER INFORMATION: /note- Xaa 

(ix) FEATURE: 

(A) NAME /KEY : Modified site 

(B) LOCATION: 9... iysinamide" 
(D ) OTHER INFORMATION: /note- Xaa is iy 

( xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45 

Xaa Thr Gin Glu His Thr Ala Glu Tyr Xaa 
1 5 

12) INFORMATION FOR SEQ ID NO: 4 6 
( (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ix) FEATURE: 

(A) NAME/ KEY: Modified site 

(B) LOCATION: ...2 N-acetyl arginine' 
(D) OTHER INFORMATION: /note- Xaa is n 

(ix) FEATURE : 

(A) NAME /KEY : Modified site 

(B) LOCATION: 9... iysinamide" 
(D) OTHER INFORMATION: /note- Xaa is xy 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO:46 
Xaa Thr Gin Glu His Thr Ala Glu Ser Xaa 



1 5 



i2 ) INFORMATION FOR SEQ ID NO: 47 
( (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:47 
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Arg Ala Asn Glu His Thr Ala Asp Cys Lys 
1 5 

(2 ) INFORMATION FOR SEQ ID NO: 48 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi , SEQUENCE DESCRIPTION : SEQ ID NO: 48 

Arg Thr Ala Glu His Thr Ala Asp Cys Lys 
1 5 

(2 ) INFORMATION FOR SEQ ID NO:49 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 49 
Arg Thr Asn Glu His Ala Ala Asp Cys Lys 



1 5 



m INFORMATION FOR SEQ ID NO: 50 
( ' (i, SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

( xi) SEQUENCE DESCRIPTION : SEQ ID NO:50 

Arg Thr Asn Glu His Thr Gly Asp Cys Lys 
1 5 

(2 ) INFORMATION FOR SEQ ID NO:51 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 ammo acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi , SEQUENCE DESCRIPTION : SEQ ID NO:51 
Arg Thr Asn Glu His Thr Ala Asp Tyr Lys 



1 5 



(2) INFORMATION FOR SEQ ID NO. 52 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 10 amino acids 



• ♦ 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52 

Arg Thr Gin Glu His Thr Ala Glu Ala Lys 
1 5 

(21 INFORMATION FOR SEQ ID NO: 53 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53 
Ar g Thr Gin Glu His Thr Ala Glu Tyr Lys 
1 5 

17) INFORMATION FOR SEQ ID NO: 54 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 54 
Arg Thr Gin Glu His Thr Ala Glu Ser Lys 



12) INFORMATION FOR SEQ ID NO: 55 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 55 

CGA GCA AAT GAA CAT ACG GCA GAT TGT AAA 
Arg Ala Asn Glu His Thr Ala Asp Cys Lys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 56 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 56 
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CGA ACA GCA GAA CAT ACG GCA GAT TGT AAA 
T rq Thr Ala Glu His Thr Ala Asp Cys Lys 



1 



(2) 



INFORMATION FOR SEQ ID N0.57 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xl , SEQUENCE DESCRIPTION: SEQ ID NO: 57 

CCK ACA AAT GAA CAT GCA GCA GAT TGT AAA 
CGA ALA -f^-J- _ ( - vs lvs 

Arg Thr Asn Glu His Ala Ala Asp Cys by 

1 5 

(?) INFORMATION FOR SEQ ID NO: 58 

1 1 (i) Sequence characteristics: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:58 

CGA ACA AAT GAA CAT ACA GGG GAT TGT AAA 
CGA AtA Mrti Lys 
Arg Thr Asn Glu His inr ^j- Y v ^ 
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30 



1 



5 



(2) INFORMATION FOR SEQ ID NO. 59 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 59 

PCA ACA AAT GAA CAT ACA GCA GAT TAT AAA 
5hr Tsn Glu His Thr Ala Asp Tyr Lys 
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1 



(2) 



INFORMATION FOR SEQ ID NO: 60 
(i) SEQUENCE CHARACTERISTICS. 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 60 
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CGA ACA CAA GAA CAT ACA GCA GAA GCA AAA 
Arg Thr Gin Glu His Thr Ala Glu Ala Lys 
1 5 
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(2) 



INFORMATION FOR SEQ ID NO: 61 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 30 b£»se pairs 

(B) TYPE: nucleic! acid 

(C) STRANDEDNESsi \ single 

(D) TOPOLOGY: ld/n<*ar 



(xi) SEQUENCE DESCR3 

CGA ACA CAA GAA CAT ACJ 
Arg Thr Gin Glu His iXr 
1 5 



SEqPTD^O: 61 



JCA GAA\ TAT AAA 
La Glu\yr Lys 
10 
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(2) 



INFORMATION FOR SlfiQ ID NO: 62 
(i) SEQUENCE CHARACTERISTICS: 
, 0 LENGTH: |60 base pairs 
/{B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



EQUENCE DESCRIPTION: SEQ ID NO: 62 



(xi) S 

Aa ACA CAA GAA CAT ACA GCA GAA TCT AAA 
^rg Thr Gin Glu His Thr Ala Glu Ser Lys 
1 5 
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